1.297 (2), 1.464 (2) and 1.468 (2) Å , indicating double-and single-bond character, respectively. The C-O bond length of 1.309 (2) Å shows double-bond character, pointing towards charge delocalization within the NCO plane of the iminium ion. In the crystal, C-HÁ Á Á interactions between the iminium H atoms and the phenyl C atoms of the anion are present. The phenyl rings form aromatic pockets, in which the iminium ions are embedded.
Related literature
For acetalization reactions with carboxamide-dialkyl sulfate adducts, see: Kantlehner et al. (1980) . For the crystal structure of (methoxymethylidene)dimethylazanium tetraphenylborate acetonitrile monosolvate, see: Tiritiris et al. (2014a) . For the crystal structure of (butoxymethylidene)dimethylazanium tetraphenylborate acetonitrile monosolvate, see: Tiritiris et al. (2014b) . For the crystal structure of (ethoxyethylidene)dimethylazanium ethyl sulfate, see: Tiritiris et al. (2015) . For the crystal structure analysis of alkali metal tetraphenylborates, see: Behrens et al. (2012) . For the use of intensity quotients and differences in absolute structure refinement, see: Parsons et al. (2013) .
Experimental
2.1. Crystal data C 6 H 14 NO + ÁC 24 H 20 B À M r = 435.39 Orthorhombic, P2 1 2 1 2 1 a = 9.9849 (6) Å b = 11.5293 (7) Å c = 21.1980 (12) Å V = 2440.3 (3) Å 3 Z = 4 Mo K radiation = 0.07 mm À1 T = 100 K 0.54 Â 0.39 Â 0.18 mm
Data collection
Bruker Kappa APEXII DUO diffractometer Absorption correction: multi-scan (Blessing, 1995) T min = 0.726, T max = 0.746 33864 measured reflections 7520 independent reflections 6825 reflections with I > 2(I) R int = 0.029 2.3. Refinement R[F 2 > 2(F 2 )] = 0.037 wR(F 2 ) = 0.095 S = 1.03 7520 reflections 302 parameters H-atom parameters constrained Á max = 0.25 e Å À3 Á min = À0.23 e Å À3 Table 1 Hydrogen-bond geometry (Å , ).
Cg1, Cg2 and Cg3 are the centroids of the C7-C12, C13-C18 and C25-C30 rings, respectively. 
Ioannis Tiritiris, Stefan Saur and Willi Kantlehner

S1. Comment
Carboxamide-dialkyl sulfate adducts are salts that can be used for acetalization reactions (Kantlehner et al., 1980) . The 1:1 adduct of N,N-dimethylacetamide and diethyl sulfate, known as (ethoxyethylidene)dimethylazanium ethyl sulfate (Tiritiris et al., 2015) is one of them. By reaction with sodium tetraphenylborate in acetonitrile, it was possible to achieve an anion exchange and to obtain the title compound. The structure analysis reveals that the bond lengths and angles in the cation are in very good agreement with the data obtained from the structure analysis of (ethoxyethylidene)dimethylazanium ethyl sulfate (Tiritiris et al., 2015) . In the tetraphenylborate salt, the C5-N1 bond length is 1.468 (2) 
S2. Experimental
The title compound was obtained by anion exchange reaction. 1.00 g (3.66 mmol) of (ethoxyethylidene)dimethylazanium ethyl sulfate (Tiritiris et al., 2015) was dissolved in 20 ml acetonitrile and 1.25 g (3.66 mmol) of sodium tetraphenylborate in 20 ml acetonitrile was added. After stirring for one hour at room temperature, the precipitated sodium ethyl sulfate was filtered off. The title compound crystallized from a saturated acetonitrile solution after several hours at 273 K, forming colorless single crystals. Yield: 1.35 g (85%).
S3. Refinement
The title compound crystallizes in the non-centrosymmetric space group P2 1 2 1 2 1 ; however, in the absence of significant anomalous scattering effects, the determined Flack parameter x = -0.2 (4) (Parsons et al., 2013) is essentially meaningless. The hydrogen atoms of the methyl groups were allowed to rotate with a fixed angle around the C-N and C-C bonds to best fit the experimental electron density, with U iso (H) set to 1.5 U eq (C) and d(C-H) = 0.98 Å. The remaining H atoms were placed in calculated positions with d(C-H) = 0.99 Å (H atoms in CH 2 groups) and (C-H) = 0.95 Å (H supporting information sup-2 Acta Cryst. (2015) . E71, o984-o985 atoms in aromatic rings). They were refined using a riding model, with U iso (H) set to 1.2U eq (C).
Figure 1
The structure of the title compound with displacement ellipsoids at the 50% probability level. All hydrogen atoms were omitted for the sake of clarity. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x y z U iso */U eq O1 0.30998 (11) 0.52467 (9) 0.12549 ( 0.0323 (9) 0.0201 (7) 0.0248 (7) 0.0053 (7) −0.0060 (7) −0.0075 (6) C23 0.0287 (8) 0.0189 (7) 0.0310 (9) −0.0037 (6) −0.0012 (7) −0.0045 (6) C24 0.0200 (7) 0.0187 (7) 0.0225 (7) −0.0004 (6) 0.0026 (6) −0.0038 (5) C25 0.0136 (6) 0.0121 (6) 0.0164 (6) 0.0001 (5) 0.0010 (5) −0.0013 (5) C26 0.0165 (6) 0.0193 (7) 0.0164 (6) 0.0009 (5) 0.0001 (5) −0.0032 (5) C27 0.0202 (7) 0.0238 (7) 0.0201 (7) 0.0013 (6) 0.0057 (6) −0.0057 (5) (2) 
